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TGACCCGCTG TACCACCCCA GCATGTTCTG CGCCGGCGGA GGGCAAGACC 
AGAAGGACTC CTGCAACGGT GACTCTGGGG GGCCCCTGAT CTGCAACGGG 
TACTTGCAGG GCCTTGTGTC TTTCGGAAAA GCCCCGTGTG GCCAAGTTGG 
CGTGCCAGGT GCCTACACCA ACCTCTGCAA ATTCACTGAG TGGATAGAGA 
AAACCGTCCA GGCCAGTTAA CTCTGGGGAC TGGGAACCCA TGAAATTGAC 
CCCCAAATAC ATCCTGCGGA AGGAATTC 
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C^X3CTACAGCAAGACCCCCCTGGATGTGGGTCCTCTGTGCTCTGATCACAGCCT 
MAT A R P PWMWV LCAL I T A 

TGCTTCTGGGGGTCACAGjgijaaccaga intron 1 tccc|I| 

L L L G V T 

AGCATGTTCTCGCCAACAATGATGTTTCCTGTGACCACCCCTCTAACACCGTGCCC 

E HV LANN DVSC DHPSN TV P 
TCTGGGAGCAACCAGGACCTGGGAGCTGGGGCCGGGGAAGACGCCCGGTCGGAT 

SGS N QD LGA GAG ED ARS D 

GACAGCAGCAGCCGCATCATCAATGGATCCGACTGCGATATGCACACCCAGCCGT 

DS S S R I I NG S DCDMH TQP 

GGCAGGCCGCGCTGTTGCTAAGGCCCAACCAGCTCTACTGCGGGGCGGTGTTGGT 
WQAA LLLRPN QLYC GA VLV 

GCATCCACAGTGGCTGCTCACGGCCCK:CCACTGCAGGAAGA/{g§gagtggga 

HPQWLLTA A /H\ C R K K 

intron 2 tcttcctclaSAGTTTTCAGAGTCCGTCT 

V F R V R L 

CGGCCACrACTCCCTGTCACCAGTTTATGAATCTGGGCAGCAGATGTTCCAGGGG 

GHYS LS PVYES GQQ MF QG 
GTCAAATCCATCCCCCACCCTGGCTACTCCCACCCTGGCCACTCTAACGACCTCAT 

VKS IPHPGYSH PGHSN ZlL L M 
GCTCATCAAACTGAACAGAAGAATTCGTCCCACTAAAGATGTCAGACCCATCAAC 

LI KLNRRIRPTKDVRPI N 
GTCTCCTCTCATTGTCCCTCTGCTGGGACAAAGTGCTTGGTGTCTGGCTGGGGGAC 

V SS HC PSA GT KC LVSGWGT 

AACCAAGAGCCCCCAAGgtgagtgtccag^ intron 3 tgac^g] 

T K S P Q 

TGCACITCCCTAAGGTCCTCCAGTGCTTGAATATCAGCGTGCTAAGTCAGAAAAG 
VHFPKV LQCLNISVLSQ KR 
GTGCGAGGATGCTTACCCGAGACAGATAGATGACACCATGTTCTGCGCCGGTGAC 
C E DAY P R 01 DD TMFC AGD 

AAAGCAGGTAGAGACTCCTGCCAG^g aggacacc intron 4 Q 

ag 

KAGRDSCQ 
GGTGATTCTGGGGGGCCTGTGGTCTGCAATGGCTCCCTGCAGGGACTCGTGTCCT 

GD^GG PVVC NGS LQG LV S 
GGGGAGATTACCCTTGTGCCCGGCCCAACAGACCGGGTGTCrACACGAACCTCTG 
WG DY PCA RP NR P GV Y *T N L C 
CAAGTTCACCAAGTGGATCCAGGAAACCATCCAGGCCAACTCG(^G^GTCATCC 

CA 

KFTKWIQET IQANS 

GGACTCAGCACACCGGCATCCCCACCIX3CTGCAGGGACAGCCCTGACACTCCTTT 
CAGACCCTCATTCCTTCCCAGAGATGTTGAGAATGTTCATCTCTCCAGCCCCTGAC 
CCCATGTCTCCTGGACrCAGGGTCTGCTTCCCCCACATTGGGCTGACCGTGTCTCT 
CTAGTTGAACCCTGGGAACAATTTCCAAAACTGTCCAGGGCGGGGGTTGCGTCTC 
AATCTCCCTGGGGCACITTCATCCTCAAGCTCAGGGCCCATCCCITCTCTGCAGCT 
CTGACCCAAATTTAGTCCCAGAAAJAAACTGAGAAG 
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FIGURE 9 
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MWVPWF LTLSVTWIGAAPL 
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SCSOIINGEDCSPHSQPWQAALVM-ENELFCSGVLVHPC^VLSAAHCjFONSyTIGLGL 83 
— SCSQIINGEDCSPHSQPWQAALVM-ENELFCSGVLVHPC WVLSAAHC FQNSYTIGLGL 83 
DDSSSRIINGSDCDMHTQPWQAALLLRPNQLYCGAVLVHPC WLLTAAHC RKKVFRVRLGH 120 
- EEQNKLVHGGPCDKTSHPYQAALYT- SGHLLCGGVLIHPL WVLTAAHC KKPNLQVFLGK 74 
RAOEDKVLGGHECQPHSQPWQAALFQ-GOOLLCGGVLVGGh WVLTAAHC KKPKYTVRLGD 8 5 
—GETRIIKGFECKPHS0PWOAALFE-KTRLLCGATLIAPR WLLTAAHC LKPRYIVHLGQ 74 

- - ILSRIVGGWECEKHSQPWQVLVAS-RGRAVCGGVLVHPC WVLTAAHC IRNKSVILLGR 77 

- - IQSRIVGGWECEKHSQPWQVAVYS-HGWAHCGGVLVHPC WVLTAAHC LKKNSQVWLGR 77 

- - IQSRIVGGWECEQHSQPWQAALYH-FSTFQCGGILVHRC WVLTAAHC ISDNYQLWLGR 7 7 

DDDKTVGGYNCEENSVPYQVSLNS — GYHFCGGSLINEaaQQCSAfiHOYKSRIQVRLGE 75 
* ■ ■ II I lt+1 



HSLEADQEPGSQMVEASLSVRHPEYN RP LLAN DLMlJkLDESVS - ESDT 13 1 

HSLEADQEPGSQMVEASLSVRHPEYN RP LLANDLMLI KLDESVS - ESDT 131 

YSLSPVYESGQQMFQGVKSI PHPGYS HP GHSNDLMLI KLNRRIR-PTKD 168 

HNLRO-RESSOEQSSWRAVIHPDY DAA SHDQDIMUL RLARPAK-LSEL 121 

HSLQN-KDGPEQEIPWQSI PHPC YN- S SDVE DHNHDLMLI QLRDQAS-LGSK 135 

HNLQK - EEGCEQTRTATESFPH PGFNNS LPNK DHRM DIMLV KMASPVS-ITWA 125 

HSLFH-PEDTGQVFQVSHSFPHPLYDMSLLKNRFLRPGDDSSH DLMLI RLSEPAE-LTDA 135 
HNLFE-PEDTGQRVFVSHSFPHPLYNMSLLKHQSIitfDEDSSHDLMLI RLSEPAK- ITDV 135 
HNLFD - DENTAQFVHVSESFPHPGFNMSLLENHTRQADEDYSH DLMLI RLTEPADTITDA 136 

HNIEV-LEGNEQFINAAKIIRHPQYDRKTLNN - b IMLIl KLSSRAV- TWAR 122 

* I 

irsisiascx:ptagnsclvsgwglj^g--rm^ 169 
irsisiascx:ptagnsclvsgwgijj^--rmptvlqc\^ 189 

VRPIWSSHCPSAGTKCLVSGWGTTKSPQVHFPKVI^I^ISVLSOKRCEDAYPRQIDDT 228 
IQPLPLERDCSAIJTTSCHIIX3WGKTADG--DFPDTIQCAYIHLVSREECEHAYPGQITQN 179 
VKPISLADHCTOPGOKCWSGWGTVTSPRENFPDTWCAEVKIFPOKKCEDAYPGQITTC 195 
VRPLTLSSRCOTAGTSCLISGWGSTSSPQLRLPHTIJiCAOTTIIEHQKCENAYPGNITDT 185 
VKVMDLPTQEPAIXOTCYASGWGSIEPEEFLTPKKLQCVDLH^ 1 95 
■VKVLGLPTQEPALGTTCYASGWGSIEPEEFLRPRSLQCVSLHL^ 195 
VKWELPTEEPEVGSTCLASGWGS I EPENFSFPDDLQCVDLKILPNDECKKAHVQKVTDF 196 

VSTISLPTAPPATGTKCLISGWGNTASSGADYPDELQCLDAPVLSQAKCEASYPGKITSN 182 
1 II III 



MLCAGLWTGGKDTCG GDSGGF 
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1 I Ol 114*1 I I 



MFCVGFLEGGKDSCQGDSGGgVVCNGQLQGWSWG 



MFCAGGGHDQKDSCM GDSGGF L ICNGYLQGLVSFGKAPCGQVGVPGVYTNLCKFTEWIEK 249 
MFCAGGGHDOKDSCNGDSGGI LICNGYLQGLVSFGKAPCGQVGVPGVYTNLCKFTEWIEK 249 
MFCAG-DKAGRDSCC GDSGGI VVCNGSLQGLVSWGDYPCARPNRPGVYTNLCKFTKWIQE 287 
MLCAGDEKYGKDSCC GDSGGI LVCGDHLRGLVSWGNIPCGSKEKPGVYTNVCRYTNWIQK 239 
MVCAGSSK-GADTCQ GDSGGI LVCDGALQGITSWGSDPCGRSDKPGVYTNICRYLDWIKK 254 
MVCASVQEGGKDSCC GDSGGI L VCNQSLQG1 ISWGQDPCAITRKPGVYTKVCKYVDWIQE 245 
MLCAGRWTGGKSTCS GDSGGI LVCNGVLQGITSWGSEPCALPERPSLYTKWHYRKWIKD 



255 



LVCNGVLOGITSWGPEPCALPEKPAVYTKWHYRKWIKD 255 
???^^ LMCDGVL QGVTSWGYVPC 256 
^ ^ DGCAQ KNK PGVYTKVYNYVKWI KN 241 



wo 00/5377^ 09<93>mg. 7-± .x$mswmB» 

10/51 _ 

09/936271 



FIGURE 10 



(A) 



+ zyme 

+ 5 

I + — neuropsin 

i 

I + PSA 

I + 2 

! + 3 + KIiK2 

I ! ! 

— 8 6 + KLK1 

1 1 

I + trypsinogen 

! 

I +prostase (KI*K- 

1.1) 

! + X 

I + 4 +EMSP 

i 1 I 

+ — 7 + KLK-Ii2 

! 

+ TIaSP 



(B) 




I i I i I i I i I i I i I i f i I i I i I i I . 

W 66 100 120 140 160 180 200 220 240 260 280 



wo 00/537^ CW9 T ± m lyW'SMPm^ 

# FIG ^n 09/936271- 




wo oo/53^ o «s g t* ± cmcicmmss 

figu^u 09/93627T 



_ s 1 

-a c S S a 




ACTTN 



wo 00/537^ o -'9 *i •? ± , f$&&3M& 

noZn 09/936271" 



A. Normal 



1. 000 bp 



400 bp 
300 bp 



B. Benign 



- 1.000 bp 

-400 bp 
■300 bp 



C Cancer 



1,000 bp 



S > 





WO 00/53'a 



14/51 



i7.± 



09/936271 





WO 00/537^ ° ^ '9 ~ A 7 Ji , 

15/51 

figure is 09/936271 



C ACTGG ACGGGTGC ACGTTC AGG ATCC AGGTGCCC AGGGGTC^T£)a A G CTG GGA 
CTC 

M K L G L 

CTC TGT GCT CTG CTC TCT CTG CTG GCA £jj t g a . . . intron 1 . Qag GG CAT 
LCALLSLLA GH 

G 

TGG GCA GAC ACC CGT GCC ATC GGG GCC GAG GAA TGT CGC CCC AAC TCC 
CAG 

WADTRAI GAE ECRCNS 

Q 

CCT TGG CAG GCC GGC CTC TTC CAC CTT ACT CGG CTC TTC TGT GGG GCG 
ACC 

PWQAGLFHLTRLFCGAT 

CTC ATC AGT GAC CGC TGG CTG CTC ACA GCT GCC CAC TGC CGCTfcAG 

CCgtga LJ 

LI SD RWLLTAA H CRKP 

intron 2 gcEglG TAT CTG TGG GTC CGC CTT GGA GAG CAC CAC CTC TGG AAA 

^ Y L W V RLGEHHLWK 

TGG GAG GGT CCG GAG CAG CTG TTC CGG GTT ACG GAC TTC TTC CCC CAC 
CCT 

WEGPE QLFRVT DFFPHP 

GGC TTC AAC AAG GAC CTC AGC GCC AAT GAC CAC AAT GAT GAC ATC ATG 

GFNKDLSANDHNDDIM L 

ATC CGC CTG CCC AGG CAG GCA CGT CTG AGT CCT GCT GTG CAG CCC CTC 
AAC 

I R L PRQARLSPAVQPLN 

CTC AGC CAG ACC TGT GTC TCC CCA GGC ATG CAG TGT CTC ATC TCA GGC 
TGG 

LSQTCVSP GMQCL ISGW 

GGG GCC GTG TCC AGC CCC AAG (Fgjtat intron falag CG CTG TTT CCA 

GTC i— J l_j 

v GAVSSPK ALFP 

ACA CTG CAG TGT GCC AAC ATC AGC ATC CTG GAG AAC AAA CTC TGT CAC 
TGG 

TL QCANI S I LENKLCHW 

GCA TAC CCT GGA CAC ATC TCG GAC AGC ATG CTC TGT GCG GGC CTG TGG 

GAG 

AYPG HI S DSMLCA GLW E 

GGG GGC CGA GGT TCC TGC CAG~§ t g a intron ..(aFk g GGT GAC TCT GGG 

GGC 

GGRGSCQ GDSG 

G 

CCC CTG GTT TGC AAT GGA ACC TTG GCA GGC GTG GTG TCT GGG GGT GCT 
GAG 

PLVCN G TLAGVVS GGAE 
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CCC TGC TCC AGA CCC CGG CGC CCC GCA GTC TAC ACC AGC GTA TGC CAC 
TAC 

PCS RP RR PAVYT SVCHY 

CTT GAC TGG ATC CAA GAA ATC ATG GAG AAC(rGA) 
LDWI QEIMEN ' 
GCCCGCGCGCCACGGGGGCACCTTGGAAGACCAAGAGAGGCCGAAGGGCACGGGGTA 
GGGGGTTCTCGTAGGGTCCCAGCCTCAATGGTTCCCGCCCTGGACCTCCAGCTGCCCTG 
ACTCCCCTCTGGACACTAAGACTCCGCCCCTGAGGCTCCGCCCCCTCACGGGTCAAGCA 
AGACACAGTCGCGCCCCCTCGGAACGGAGCAGGGACACGCCCTTCAGAGCCGTCTCTAT 
GACGTCACCGACAGCCATCACCTCCTTCTTGGAACAGCACAGCCTGTGGCTCCGCCCCA 
AGGAACCACTTACACAAAATAGCTCCGCCCCTCGGAACTTTGCCCAGTGGGACTTCCCC 
TCGGGACTCCACCCCTTGTGGCCCCGCCTCCTTCACCAGAGATCTCGCCCCTCGTGATGT 
CAGGGGCGCAGTAGCTCCGCCCACGTGGAGCTCGGGCGGTGTAGAGCTCAGCCCTTGTG 
GCCCCGTCCTGGGCGTGTGCTGGGTTTGAATCCTGGCGGAGACCTGGGGGGAAATTGAG 
GGAGGGTCTGGATACCTTTAGAGCCAATGCAACGGATGATTTTT CAGTAAA CGGGGAAA 
CCTCA 
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p SA MWVPWFLTLSVTWIGAAPL.I - LSR I VGG W EC EKHS OP WQVLVASRGRAVC 

KLK2 MWDLVLS I ALSVGCTGAVPLI -QSRI VGGWECEKHSQPWQVAVYSHGWAHC 

KLK1 MWFLVLCLALS LGGTGAA P P I - OS R I VGGWEC EQH S Q PWQAALYH F STFQC 

trypsinogen . MNPLLILTFVAAAUUVPFDD-DDKIVGGYNCEENSVPYQVSLNS-GYHFC 

KLK-L3 MKLGLLCALLSLLAGHGWA--DTRAIGAEECRPNSOPWQAGLFHLTRLFC 

TLSP MRI-LQLILLALATGLVGG--ETRIIKGFECKPHSOPWOAALFEKTRLLC 

neuropsin -MGRPRPRAAKTVmFLLLLGGAWAGHSRAQ-EDKVLGGHECQPHSQPWQAALFQGQQLLC 

zyme MKK— LMWLSLIAAAWAEE-ONKLVHGGPCDKTSHPYOAALYTSGHLLC 

HSCCE MARSLLLPLQILLLSLALETAGEEAOG— DKIIDGAPCARGSHPWQVALLSGNQLHC 

prostase MA-TAGNPWGWFLGYLILGVAGSLVSGSCSQIINGEDCSPHSOPWOAALVMENELFC 
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ggvlvh: 

GGVLVHF 
GGILVHRf 
GGSLINEQ 
GATLISDR 
GATLIAPR 
GGVLVGGN m 
GGVLIHPL 
GGVLVNER 
SGVLVHPQE^j 



FLRPGDDSS1 
SLRPDEDSS1 
TRQADEDYS] 





SSlRNKSVILLGRHSLFHPEDT-GQVFQVSHSFPHPLYDMSLLKNR 
KKNSQVWLGRHNLFEPEDT-GQRVPVSHSFPHPLYNMSLLKHQ 
ISDNYQLWLGRHNLFDDENT-AQFVHVSESFPHPGFNMSLLENH 
SYKSRIQVRLGEHNIEVLEGN- EQFINAAKI IRHPQYDRKTLNN- 
RKPYLWVRIX5EHHLWKWEGP-EQLFRVTDFFPHPGFNKDLSAN- 
LKPRYIVHLGQHNLQKEEGC- EQTRTATESFPHPGFNNSLPNK- 
KKPKYTVRLGDHSLQNKDGP - EQEI PWQS I PHPCYNSSD-VE - 

KKPNLQVFLGKHNLRQRESS - QEQSSWRAVIHPDYDAAS 

BKMNEYTVHLGSDTLGDRR AQRIKASKS FRHPGYSTQT 

FQNSYTIGLGLHSLEADQEPGSQMVEASLSVRHPEYNRPLLAN- 

S EPAE - LTDAVKVMDLPTQE PALGTTC YASGWG S I EP EEFLTP 
iSEPAK-ITD\AnCVLGLPTQEPAIX»TTCYASGWGSIEPEEFLRP 
TEPADTITDAVKVVELPTEEPEVGSTCLASGWGSIEPENFSFP 
KLSSRAV-INARVSTISLPTAPPATGTKCLISGWGNTASSGADYP 
RLPRQAR-LS PAVQPLNLSQTCVS PGMQCLI SGWGAVS S PKALFP 
KMASPVS-ITWAVRPLTLSSRCVTAGTSCLISGWGSTSSPQLRLP 
ILRDQAS-LGSKVKPISLADHCTQPGQKCTVSGWGTVTSPRENFP 
[RLARPAK-LSELIQPLPLERDCSANTTSCHILGWGKTADG— DFP 
IKLNSQAR-LSSMVKKVRLPSRCEPPGTTCTVSGWGTTTSPDVTFP 

KLDESVS-ESDTIRSISIASQCPTAGNSCLVSGWGLLANG — RMP 
♦ ♦ • • ♦ ♦ 



KKLQCVDLHVISOTVCAQVHPQKVrKFMLCAGRWrGGK^ 

RSLQCVSLHLLSNDMCARAYSEKOTEFmiCAGLWTGGKI>TC^ 

DDLQCVDIJCXLPKDECKKAHVQKNTTDFMIXZVGHLEGGKDTCV 

DELOCLDAPVLSQAKCEASYPGKITSNMFCVGFLEGGKDSCC 

VTLQCANXSILENKLCHWAYPGHISDSMLCAGLWEGGRGSCQ 

HTLRCANITI IEHQKCENAYPGNITDTMVCASVQEGGKDSCQ 

DTI^CAEVKIFPQKKCEDAYPGQITDGMVCAGSSKG-ADTCC 

DTIQCAYIHLVSREECEHAYPGQITQNMLCAGDEKYGKDSCQ 

SDLMCVDVKLI S PQDCTKVYKDLLENSMLCAG I PDS KKNACN 

TV^KJCVNVSVVSEEVCSKLYDPLYHPSMFCAGGGHDQKDSCN 

WGSEPCALPERPSLYTKVVHYRKWIKDTIVANP 
WGPEPCALPEKPAVYTKWHYRKWI KDTI AANP 
WGYVPCGTPNKPSVAVRVLSYVKWIEDTIAENS 
WG-DGCAQKITCPGVYTKVYNYVTCWIKOTIAANS 
GGAEPCSRPRRPAVYTSVCHYLDWIQEIMEN — 
WGQDPC AITRKPGVYTKVC KYVDWI QETMKNN - 
WGSDPCGRSDKPGVYTNICRYLDWIKKI IGSKG 
WGNIPCGSKEKPGfVYTNVCRYTNWIQKTIQAK- 
WGTFPCGQPNDPGVYTQVCKFTKWINDTMKKHR 
FGKAPCGQVGVPGVYTNLCKFTEWIEKTVOAS - 
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TCAGGCCCCGCCCGCCCTGCCCTCCCCTCCCGATCCCGGAGCC <^TQ)rGG CCC CTG GCC 

M W P LA 

CTA GTG ATC GCC TCC CTG ACC TTG GCC TTG TCA GGA C.gtaaga .... intron 1 ttaccag 

LVIASLTLALSG 

GT GTC TCC CAG GAG TCT TCC AAG GTT CTC AAC ACC AAT GGG ACC ACT GGG TTT 
G V SQE S SKVLNTN G TS GF 

CTC CCA GGT GGC TAC ACC TGC TTC CCC CAC TCT CAG CCC TGG CAG GCT GCC 
LP GGYTCFP HSQ PWQAA 

CTA CTA GTG CAA GGG CGG CTA CTC TGT GGG GGA GTC CTG GTC CAC CCC AAA 
LLVQG RLLCGG VLVHP K 

TGG GTC CTC ACT GCC GCA CAC TGT CTA AAG GA gtatgt intron 2 cacag G GGG 

W V L T A A j""H~| C L K EG 

CTC AAA GTT TAC CTA GGC AAG CAC GCC CTA GGG CGT GTG GAA GCT GGT GAG 
LKVYL GKHALGR VE AGE 

CAG GTG AGG GAA GTT GTC CAC TCT ATC CCC CAC CCT GAA TAC CGG AGA AGC 
Q VRE VVHSI PHPEVRR S 

CCC ACC CAC CTG AAC CAC GAC CAT G AC ATC ATG CTT CTG GAG CTG CAG TCC 
PTHL NHDH QT| I M L L E L Q S 

CCG GTC CAG CTC ACA GGC TAC ATC CAA ACC CTG CCC CTT TCC CAC AAC AAC CGC 
PVQL T G YIQTL PLS HNNR 

CTA ACC CCT GGC ACC ACC TGT CGG GTG TCT GGC TGG GGC ACC ACC ACC AGC 
L TP G TTC RVS GWGT T TS 

CCC CAG G^gtatgcac... intron 3 tcccc agTG AAT TAC CCC AAA ACT CTA CAA TGT GCC 

PQ VNYP KTLQC A 

AAC ATC CAA CTT CGC TCA GAT GAG GAG TGT CGT CAA GTC TAC CCA GGA AAG 
N I Q LRSD EE CRQVYPG K 

ATC ACT GAC AAC ATG TTG TGT GCC GGC ACA AAA GAG GGT GGC AAA GAC TCC 
ITDNMLC A G TKEGG KDS 

TGT GAG gtatgca... intron 4 aactcag GGT GAC TCT GGG GGC CCC CTG GTC TGT AAC 

C E G D | S | G G P L V C N 

AGA ACA CTG TAT GGC ATC GTC TCC TGG GGA GAC TTC CCA TGT GGG CAA CCT 
RTLYGI VSWG DFPCGQP 

GAC CGG CCT GGT GTC TAC ACC CGT GTC TCA AGA TAC GTC CTG TGG ATC CGT 
DRPG VYTRVS RYVLWI R 
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FIGURE 25 (CONT'D) 



GAA ACA ATC CGA AAA TAT GAA ACC CAG CAG CAA AAA TGG TTG AAG GGC CCA 
E T 1 RKYETQQQKWLKCP 

CAA (fAA) AAGTTGAGAAATGTACCGGCTTCCATCCTGTCACCATGACTTCCTCAC 

CTGAAAAATGCTCAATCTCAGCTAACATTCCATGTTTCAGAAGCATTCAGGCACTGCCAGGCT 
TGCAGTCTCCCAGATGTTGCATCCCTGAAACATCTCAACAACCTGAATGTCCCAACCCAGACA 

TCTGTCTGTGGCACATTCTTAAATATTTCCATCAGCCCATCTCAACAATATATGTC CTATAAA T 
GGACCATCCTTGACA 
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FIGURE 26 
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FIGURE 29 
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GCAGGTAGGTGGACGGAGAGATAGCAGCGACGAGGACAGGCCAAACAGTGACAGCCACG 

TAGAGGATCTGGCAGACAAAGAGACAAGGTGAGAAGGAG gtagg Intron 1 

tgacactcccccag ACTTTGGAAGTGACCCACC < ^AT& ) 

M 

GGG CTC AGC ATC TTT TTG CTC CTG TGT GTT CTT G gtgagttc tcccg 
GLS IFLL LCVIi 

gagcagggagagggca Intron 2 cctgtctgtctccag GG CTC 

G L 

AGC CAG GCA GCC ACA CCG AAG ATT TTC AAT GGC ACT GAG TGT GGG 

SQAATPKIFNGTECG 
CGT AAC TCA CAG CCG TGG CAG GTG GGG CTG TTT GAG GGC ACC AGC 

RNSQPWQVGLFEG TS 
CTG CGC TGC GGG GGT GTC CTT ATT GAC CAC AGG TGG GTC CTC ACA 

IiRCGGVIiXDHRWVXjT 
GCG GCT CAC TGC AGC GGC AG gtaagtcccttcc intron3 

A A I H I C S G S 

. ccgtcgccaccggcag C AGG TAC TGG GTG CGC CTG GGG GAA CAC AGC 

RYWVRLGEHS 
CTC AGC CAG CTC GAC TGG ACC GAG CAG ATC CGG CAC AGC GGC TTC 

IiSQLDWTEQIRHSGF 
TCT GTG ACC CAT CCC GGC TAC CTG GGA GCC TCG ACG AGC CAC GAG 

SVTHPG YLGASTSHE 
CAC GAC CTC CGG CTG CTG CGG CTG CGC CTG CCC GTC CGC GTA ACC 

H | D | XjRLXiRLRIjPVRVT 
AGC AGC GTT CAA CCC CTG CCC CTG CCC AAT GAC TGT GCA ACC GCT 

SSVQPZiPLPNDCATA 
GGC ACC GAG TGC CAC GTC TCA GGC TGG GGC ATC ACC AAC CAC CCA 

G TECHVSGWGITNHP 
CGG A c£aaggggcccagggccaggg . intron 4 

R 

■ gaccctgcagcacgcatgttctctctccag AC CCA TTC CCG GAT CTG CTC 
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FIGURE 35 
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FIGURE 37 09/936271 
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FIGURE 40 
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ATCGTGTAAT CACCGCCACA TCCAGTGCAA AGCTGATTCG TCACCACAGA GCAGCTCCCT 
CCTGCCACCC CATCCCTGGG TCCCAAGAGA ACCCTTTCTT AAAAGAGGGA GTTCTTGACG 
GGTGTGGTGG CTCATGCCTG TAATCCTTGC ACTTTGGGAG GCCAAGGAGG GTGGATCATT 
TGAGGTCAGG AGTTTGAGAC CAGACTGGCC AACATGGTGA AACCCTGTCT TTACTAAAAA 
TACAAAAAAA TGAGCGGGGC ATGGTGGTGG GTGCCTATAG CCCCAGCTAC TCAGGAGGCT 
GAGGCAGGAG AATCGCTTGA ACCCAGGAGG CAGAGGTTGC AGTGAGCCGA GATTGAGCCA 
CTGCACTCCA GCCGGGGCTA AAGAGTGAGA C.TCTGTCTCA AAAAAAAAAA AAAGAAAAAG 
AAAAAAAGAA AAAAAAATAA AATAAATAAA TAAATAAAAT AAATTTAAAA ATTTAAAAAT 
AAAGAGGGGG TTCTTGTGTT GATGCCGAGC CTGAACCAAG GCAGAGGAGG CCGGGAAGGC 
TTCCCAAGGC CTTCAGCTCA AAGCAGGGAG GCCCATAGTT AAACAGAAAC AGTTCAGGAA 
TCACAGAAAG GCACCTGGGG AGAGATGGGT GTGTGGCTCC AGATGCAGGT GCCCAGACAG 
TGCGTCCCCA GGTGTACAGA CAGACCCAGG CCAAGCTCCA GCTCAAAGAG CCAGCCTAGG 
GGGGTGCCGA GGTGGAGGGA GGCTGAGTCA GGCTGAGGCC GGGGAACAGT TGGGGTAGCC 
AAGGGAGGCA AGCAGCCTCC TGAGTCACCA CGTGGTCCAG GTACGGGGCT GCCCAGGCCC 
AGAGACGGAC ACAAGCACTG GGGAATTTAA GGGGCTAGGG GAGGGGCTGA GGAGGGTAGG 
CCCTCCCCCA AATGAGGATG GAACCCCCCC AACTCCAGAA CCCCCCTGCA GGCTGGCCAG 
AATCCTTCCC CATCTCATTC ACTCTGTCTC TCCTGCTCTC TGCCGTCTCC TATTTTGAAT 
TTCCAACCCC GTCTGTTAAG ACTGTCCTTC TGTCTCTGAA TCTCTGTCCC CTTCTCTTTC 
TGGGTCTCTC TCCCTCTCCC TCTGGGTCTC TGTCCCCCTC TCTGGGTCTC TGTCACTCTC 
TCTTTGCATC TCCAGCTCTC ACTTTGTCTC TGCACCTAGC AGATCCCAAG CTGGGGAATG 
CCAGCTCTGG CACCAACCTT CCTGCTCCCT GCTGGGGCCT CTGCTCCCCC ATCTCTCAGG 
AGTCGAAAGT GAGAAAGCAA G GTGGGCAGC TCTGCTCCAG GTCCAGGTAT CTCCCGCCCA 
CCTCCTGCCC GTCCTCTATC CCACCCCTCC TCTCCATCTC TCCCTGGCGC TGCCATCTCT 
CATC TAGGCC TCCGTCTCCT CTGTCATTGT CCCCATCCCC TGTAGGTGCC CATCCTTCCC 
GTCTCCCCTC TGCCATCGGC CTGCCTGTCC CATCCTCTTT CTCCCACCAT GTCCCGTTCT 
CTTCCACGTC TCATGCCCGC ACTGCCTTCA TCATCATCGC TGTTGTTCTG TGTGTGTTTG 
TGGTGAGTGC CGCATGGTGG GGGCGTCTCG GCCTCTCTCC TCTCTCTCCA CTGTTTTCTC 
TTTCTGTGTG TCTGTTTCCA TTCTATCTCC ACCTTCTTCC CTCCGTCTTT TGCTTTTCTA 
TCTCCACTTC TCCACACCCC TCTCTCCCTG CGTCTCTGTG TCTCCCTCTT CCTCTGTCTT 
GTTTTTTTCC CACCGTCTGC CTCTTCTGTT CCCTGTCACA TCCAACTTCC ACCGGTTTCT 
CCAGCTCTCT CCTCAGTTCC TTCTCTCATG AGCACACCTG CCTCTGTGCT CGTATTCCTG 
GACTCCTCTC TCTCCACTGT CATATCTTCT CATTCATTTT CCCAGTCTCT CTCTGTCTCT 
TGCTCTCCCC CTCTCTGTCA CTCTGTCTCT GTCTCTCTCT TTCTCTCTCT CTCTCTGTGT 
CTCTCTGTCT GGCTCTCTCT CTGTCTCTCT CTCCATCTCT CTCTCTCTCT CCCCCCCGTC 
ACCCTGTCTC TGTCTCTCTC TGTCTGTGTG TCTCTCTGTC TTTCTCTCTC TCCATCTCTC 
TCTGTCTCTC TCTCTCTCTC TCTCTCTCTC CCTCTCTCCC TCCTCCCGTG ACTCCCTCTC 
TCAGTCCATC TCTTCCTCCC TCTCTCAGCC CCTTCGTGCC CTTTCCTCTG ACACTCCCCA 
CCCTGGTTTC CTGACTCCAC CACTAGATCC ACCACCTCCA GCAACTGGGA ACCCTCCCCT 
GCCCACCCTG CCCTGGGGTC CCCTCCCAGG ATTCCTTCTA GATTATAGCA TCTTCCCTGG 
GCGGGTTCTC ATGAACAATT GTGGCTGCTT TTTTGGCCAG ACAGGGGAGG GAGGGGATGG 
GATCAGGGAG TCCTGGAATG GGAACTAGGC AATAAAAAAA AAAAAATGTC AGAAGCAGGG 
CGGCGGGAGG TGGGGGCAGG GCCAGCTGTC CTTACCAGGG ATAAAAGGCT TTGCCAGTGT 
GACTAGGAAG AGAGACACCT CCCCTCCTTC CTTCATCAAG ACATCAAGGA GGGACCTGTG 
CCCTGCTCCA CATCCTCCCA CCTGCCGCCC GCAGAGCCTG CAGGCCCCGC CCCCCTCGTC 
TCTGGTCCCT ACCTCTCTGC TGTGTCTTCA TGTCCCTGAG GGTCTTGGGC TCTGG GTAAG 
TGCCCCTTGC TGTCTCTGCC TCTCAGCCCC CGGTTCTGTT GAAGGTTCCT TCTCTCTCAC 
TTTTTCTCTG CATTTGACAG GACCTGGCCC TCAGCCCCTA AAATGTTCCT CCTGCTGACA 
GCACTTCAAG TCCTGGCTAT AG GTAAGAGA ACGGTTGGGT ATGACACAAG GGGGTCCCCT 
GGAGACTCTG AGAAGAGATG GGGATGGGTC CTTGGGGCCC CTGGATGCTC ATGGTGACCT 
CATAAGAAAG AGCAGGGAGT GGTTTGGGGG TCATGGTGGG GGAACGTGCT GGAGGCCTAA 
ATTCCTAGTT GTGGAGGTGC TAGGGAATTG TGGGGCCGGG GAGAGAGGTG TTTATAAGGT 
CTGGTGCAAA ATACATAAGG AATCTTAGGG AACTATTAGG TCCTGAGTGG GTCATAGCAG 
AAAGATCACG GGGCTCTACC TGACTGTGTT AGGAAAGAAA CAATGTCAGA AAGATGTTTT 
GTTGTCAGAG GGAAGGTGGA GAAGGATGAT GGGATGGCGG GATCGTGGCA TGGGGTGGCG 
GGATCGTGGC ATGGGTGTGT GAGGTGGATG GGGGCAAGTG TGGGGCAAGA GATGGCGGAT 
CCTTGGGGTC CCACTGAGTG GGAACGTTGG GGAGGAGACA GGGAGGTCCT TGAATGTGTT 
GGGGAAGGAC TCATTGGGGG GAAATGTGGC ATATTTC GAG AAGTGATCAC AGAAATTATG 
GGAGCATAGA GCTAAGGGTC GTAGATGTAG CAAGGCCCTG GATAAGGTGG CCACGGCACA 
AAATAAGAGA TGCTACGGAG GTGACTTGGG AGGTGAGTCA GAAAGCTCTC CGTGCTGGGG 
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CAATAACGGG GTCAATATTG GGCATGTCTC ACCCTGGGTG GGACAGATAG AGGCGGGCAG 
TTTAGGGGTT AGACCAAAAG GAAGGGGATT TGTCAGTTTT GGAATCCTAC AAACTTGTGG 
AGTGGAGAGT GTTTGCTCAT CTACTTTCCC CACCCAATCC TGTCCACTCC TA GCCATGAC 
ACAGAGCCAA GAGGATGAGA ACAAGATAAT TGGTGGCCAT ACGTGCACCC GGAGCTCCCA 
GCCGTGGCAG GC GGCCCTGC TGGCGGGTCC CAGGCGCCGC TTCCTCTGCG GAGGCGCCCT 
GCTTTCA GGC CAGTGGGTCA TCACTGCTGC TCACTGCGGC CGCCC GTAAG TGACCCCCTC 
CCCTGTCCCT GTACCTAGTG AATTCCAGAG TCTAAAGCCC TAGAGCTGAG CTGAGAACCT 
GGATCTCTGT ATAGAACCCA ATGTAGTGGC TGGCTCCTGG TTTGAGGTCT AGAGAAGAGC 
CTGGAACAAA AACACAGCTC GGGATGTGGG CTCCTCCATA AATCTCGAAC TCAGCATAGG 
TTCTGAAAGC AGATGGGCAG CTTGGAACCC ATGGACCTGC TGAGAACCGA ACATCTGATC 
CAGTGATTCT TCCAGAGGCC ACACATTACA TCGAGACCAA GCTTAGCCCA TTCCAGATTG 
GTGGCTGAAT TCAGGACCCC GTCTACATTC AGAAACTCAG GACACTACGT AGAACTCAGA 
GCCCAGTTCA GGACCTGCAG TCTAGCCATA AATCCAGAAC TAGAACGCTG CTCACAGCTG 
GAACATACAA CTCTAAGAAT AGAGGCAAAA CCTGGAGGCT GTTTCACACC CAAGGTTTAG 
TTCAGAGTCT AGTCTATAGC TCCGCTATGA GCAGACTTCA ACCCAGTGTT TGAATCCCAG 
AATGTGGCGG GTGCGGTGGC TCATGCCTAT AATCCTAGCA CTTTGGGATG CTGAGGCAGG 
CAGATCACCT GAGGTCAGGA GTTCGAGACC AGCCTGAGCA ACATAGAGAA ACCCTGTCTC 
TACTAAAAAT GCAAAATTAG CCAGGCATGG TGGCACATGC CTGTAATCCC AGCCACTCGG 
GAGGCTGAGG CAGGAGAATC ACTTGAACCT GGGAGGCGGA GGTTGCAGTG AGTCAAGATC 
GCACCATTGC AC TCCAGGCT AGGCAACAAG AGCGAAACTC CATATCAATC AATCAATCAA 
TAAATCCCAG AATGCAGATC CTAATCAGAA GCCCCATATA AAACCTAGAC CCCTCCTAAA 
TTCTAGATCT GAACTTACAA CCCAGACCCC AGCCAAGAGG TCAAAATGCC TATAAGCCAT 
ATCTATGCCA TAAACAGGTC AGTCTAGAAC CTAGAGATCA AAGCTCAGGC CAGAGTCTAG 
AATATAAAGG CCAGAATGCA AACCAGACTC TAGAATCTTG GATCCGGGCC ATAACCTAGA 
GCTCCAACTA GAACCCAGAG CCCAACCTGA GGTCAAGGGC TAGGGCCAGA GTCCAGAACC 
AAGAGCCCTA TAATCCAATA TGAAACAGAC CTGTAGAGGC TGGGTGCGGT GGCTCACGCC 
TGTAATCCCA GCACTTTGGG AGGCTGAGGC GGGAGAATCA CTTGAACTGG GAGTTGGAGG 
TCGAGAGTGA GCTGAGATCG TGCCACTGCA CTCCAGCCTA GGTGACAGAG CGAGACTCCA 
TCACAAAAAA AAAATAAATA AATAAATCAA GTCATAATCC AGGTTCGATC TAGAATCCTG 
ATCTTAGCAT AGAGTCAAAA GTTTAAGATG TCTAGAACTC AGAACCCAGG CTAGAAACAG 
AATGGTGCCT ACTCCGGAAT ATCAGTTCCG ATTTAGAGCC TAGACTCATA ACGCAGTTTC 
GCTTAGGACT CAATGCACCG AGCCCAGCAC AGACCCTGGC ACGGAGCCAA GCTCTCCCAA 
TCATCACCTT CTTCCCAAGC CAGGAGCTGG AGCCCAGCCC AAGAGCGGAA GGAGAGGCAG 
CTGGGGCTGG GCCGAGAGAA TGCCCTGGCC ATGGGGAAGG GCACAGGAGG CCAAGAATGC 
TCGGCCTGCA GTTAGTGAGA AGCAGGCTAG ACCTCGGGGA AGACTCGTCA CCCGGCCAGG 
GAACCGGGCT GGAGGGTGGG GAGGAGTCTC TGGCTCAGAC CCTGAGCAGC GCTTCTCTTG 
GGGGTCGTGG CCA GGATCCT TCAGGTTGCC CTGGGCAAGC ACAACCTGAG GAGGTGGGAG 
GCCACCCAGC AGGTGC TGCG CGTGGTTCGT CAGGTGACGC ACCCCAACTA CAACTCCCGG 
ACCCACGACA ACGAC CTCAT GCTGCTGCAG CTACAGCAGC CCGCACGGAT CGGGAGGGCA 
GTCAGGCCCA TTGAG GTCAC CCAGGCCTGT GCCAGCCCCG GGACCTCCTG CCGAGTGTCA 
GGCTGGGGAA CTATAT CCAG CCCCATCG GT GAGGACTCCT GCldTCTTClCZ A 
CTGGGCCTGG GCTCCTGGGT CTCCAGGAGG TGGAGCTGGG GGGACTGGGG CTCCTGGGTC 
TGAGGGAGGA GGGGCTGGGC CTGGACTCCT GGGTCTGAGG GAGGAGGGGG CTGAGGCCTG 
GACTCCTGGG TCTCAAGGAG GAGGAGCTGG GCCTGGACTC ATACGTCTGA GGGAGGAGGG 
GCTGGAGCCT GGACTCCTGG GTCTCAAGGA GGAGGGGCTG GGCCTGGACT TCTGGGTCTG 
AGGGAGGAGG GGCTGGGGAC CTGGACTCCC GGGTCTGAGG GAGGAGGGAC TGGGGGTCTG 
GACTCCTGGG TCTGAGGGAG GAGGGGCTGG GGGCCTGGAC TCCTGGGTCT GAGGGAGGAG 
GTGCTGGGGC TGGACTCCTG GGTCGGAAGG AGGAGGGGCT GGGGGCCTGG ACCCTTGGGT 
CTTATGGGAG GGTAGACCCA GTTATAACCC TGCAGTGTCC CCCA GCCAGG TACCCCGCCT 
CTCTGCA ATG CGTGAACATC AACATCTCCC CGGATGAGGT GTGCCAGAAG GCCTATCCTA 
GAACCATCAC GCCTGGCATG GTCTGTGCAG GAGTTCCCCA GGGCGGGAAG GACTCTTGTC 
AGGTAAGGCC CAGGATGGGA GCTGTGGTAG GGATTATTTG GGACTGGGAT TTAAGCAAAT 
GATGTCAGGA GCATGGAAGT CTGCAGAGGT CTTCAGAAGA GAGTGAACCG CAGGCACAGA 
GAGATTCCGA TAGCCAGGCC ACCCTGCTTC CTAGCCCTGT GCCCCCTGGG TAATGGACTC 
AGAGCATTCA TGCCTCAGTT TCCTCATCTG TCAGGTGGGA GTAACCCTCT TAGGGTAGTT 
GGTGGAATGG GATGAGGCAG GTTGGGGAAA GATCGCAGAG TGGCCTCTGC TCATATGGGT 
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CTGGGAAAGG CTGTGCTGAG GCTTCTAGAA ATCTTAATGC ATCCTTGAGG GAGGCAGAGA 
TGGGGAAATA GAAAAAGAGA GACACACAAA TGTTCTACAG TTGGAGCGAA CAGAGAGGGG 
CCTGGTGAGA TTCAAGGGAC AGGCAGGTGC ACACAGAGAC AGAGCCAGAC CCAGCGGAGA 
GGGAAGGAAG TGCCCCGACC TCCGGGGCTG AGACCTCAGA GCTGGGGCAG GACTGTGTCC 
CTAACTGTCC ACCAGTGTCT CTGCCTGTCT CCCTGTGTCT GCTTCTCGGG TTCTCTGTGC 
CATGGTGGCT CTGGCTACCT GTCCATCAGT GTCTCCATTT CTGTTCCTCC CCCTCAGGGT 
GACTCTGGGG GACCCCTGGT GTGCAGAGGA CAGCTCCAGG GCCTCGTGTC TTGGGGAATG 
GAGCGCTGCG CCCTGCCTGG CTACCCCGGT GTCTACACCA ACCTGTGCAA GTACAGAAGC 
TGGATTGAGG AAACGATGCG GGACAAATOA TGGTCTTCAC GGTGGGATGG ACCTCGTCAG 
CTGCCCAGGC CCTCCTOTCT CTACTCAGGA CCCAGGAGTC CAGGCCCCAG CCCCTCCTCC 
CTCAGACCCA GGAGTCCAGG CCCCCAGCCC CTCCTCCCTC AGACCCGGGA GTCCAGGCCC 
CCAGCCCCTC CTCCCTCAGA CCCAGGAGTC CAGGCCCCAG CCCCTCCTCC CTCAGACCCG 
GGAGTCCAGG CCCCCAGCCC CTCCTCCCTC AGACCCAGGA GTCCAGGCCC CAGTCCCTCC 
TCCCTCAGAC CCAGGAGTCC AGGCCCCCAG CCCCTCCTCC CTCAGACCCA GGAATCCAGG 
CCCAGCCCCT CCTCCCTCAG ACCCAGGAGC CCCAGTCCCC CAGCCCCTCC TCCTTGAGAC 
CCAGGAGTCC AGGCCCAGCC CCTCCTCCCT CAGACCCAGG AGCCCCAGTC CCCAGCATCC 
TGATCTTTAC TCCGGCTCTG ATCTCTCCTT TCCCAGAGCA GTTGCTTCAG GCGTTTTCTC 
CCCACCAAGC CCCCACCCTT GCTGTGTCAC CATCACTACT CAAGACCGGA GGCACAGAGG 
GCAGGAGCAC AGACCCCTTA AACCGGCATT GTATTCCAAA GACGACAATT TTTAACACGC 
TTAGTGTCTC TAAAAACC GA ATAAA TAATG A CAATAAA AA TGGAATCATC CTAAATTGTA 
TTCATTCATC CATGTGTTTA CTTTTTATTT TTTGAGACAA GGTCTTGCTC AGTCTCCTGG 
TGAAATGCTG TAACGCAATC ATAGCTCACT GCAACCGTGA CCTCCTGGGC TCCAGTGATC 
CTCTTACCTC AGCCTCCCGA GTAGCTGGGA CCACAGGTGC CCGTCACCAT GCCCCGCTAC 
TTTTTAAATT TTGTGTAGAG ATGAGGTTTC CCTGTGTTGC TCAGGCTGGT CTCGAACACC 
TGACCCCAAG CAATCCGCCT ACGTCGGTTT CCCAAAGTGC CGGGATTGCA GGCGTGAGCT 
GCCGCGCCCA GCCTTATCCA TCCAATTAAT GACTTCAAGA AACATGTACA CAGTGGCCCC 
ACCATGCCAA GCCAGGAGCT GTGTACTGAC AAGTGGCTGC CTCCCTCTTT GCGTGTTTTT 
CCTTGGGAGT CCCCCGTCCA CCCCACTGTA TCAGGTTTCT AGACGGAAAC ACCTCAGCCC 
TGCAGAGTGA CCTTGAGCAT GACTGCCTTC TACCAGCCTC CTCCCTGGAG CCCCTGTGGT 
CCAGGGTAGG GAACTAAGTG CCTTGTTTCC TGGAAAATTC TATGCAAATG AAGATGTCCT 
CATTTTCCTA ATCAGATCTC AGGTGAGGAG AGTTGAGTTA ATCACAGGCT TCAGTTCCTG 
CCCAGGCAAA GCCCTTCTCT CATTTTATTA ATTTATTTCC ACTCTTCATC TCTGGCTCTG 
CTCCCCTCCC TCCCCACAGG CACCGACATA AATGGCTTTG AGTGCCCTGC ATCCTTGGAA 
AACAAGGCAG TGTCACAGTG TACTGTTTCT AATTTACATG AAACCATTGT GTTAGGAATC 
TCATTCTCTT TCTTACTTTC ACTCATCAAC AGCTATTGAG CACCTACTAC GGGCCAGGCA 
TTGGTCTATT TATTAGGCAC CTGCTATACA CCAGGCATTG TTCTGGGTGC TGGAGGAAGA 
ACTGTGAGCA AGCCAGTCAG AATCCCTGCC CTCACAGAAC TTATATTCTA GCAGGAGATG 
ACAGACAAGA AGCCATAAAC ATAATTTTAA AATAAAGCAG AGTCCCTATG AGTAACGAGG 
TCAATAAACT TGGGCTGGGC GGCAGGCCCA ATGTGTGCCA GGGCCAGCTC ATACATGCTC 
GCAAGAGTCT ACCAGCAAAT TTTCAGGAAT TTCGAGAACC AGTTGCTAAA TGCAGCCATC 
ATTAAAAATT AAATTACATA AGCGTATAAT TACATAATTG ATTAAAAAAA TTGTCAGTAA 
ATACTCAAAA CTCAACTGTT GCTAATTATT TCAACTAATA CCTATGCTTG GGAGTGAGAT 
ATGTCTCTTG TACTACGTCT GTAATGATGA GTTTCTGCAC ACCTCTTTCC AACTCCCCAA 
CTCTGTCTGC ACCAGTAGCT TGACAATAGC CAAAGAAGAA GTATTTACTG CACTGAAATT 
GAAAAAC AC T ATAGATAGGG CTTTGCCGGA CAGTCATTGC TAAACCTTTA CCAGGCACCC 
TTGGATGGGT CTGCCTGGGA ATGACCTCAT GATCTTAGTG TCTGTCTTCT CAAAGTTCTG 
TGCTTGGATA CTGCAGAGTA TAGCTAAAAT AGAATGTTGT ACTCACCTTA TGTTCTATGG 
GGACAGCACA GTATTGGGGA ACCCTAAGGT GGCAGGTCTG GGACATGCAC GAAAGATTGC 
TGGGAAGTAG AGGCTCCCTC CTTTTCCTCA TCCTCCCACC CCATCCTCCA GTGTCTGGTA 
ACCACCATTC TACTCTCTGC TTCTAAGAGT CTGAGTTTTT TAGATTTCAC ATGTAAGTGA 
GATCATGCAG TAATTGTCAT TCTGTGTCTG ACCTATTTCA CTTAACACAG TGTCCTCCCG 
GTCCATCCAT GTTGTCACAA ATGACAGGAT TTCTTTCTTT TATAAGGCAG AATAATATTA 
AATTATACTG ATACTAATAT ATTACATTTC CTTTATCCAT TCATCCATCA ACAGACACAT 
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